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Applying COI gene for the authentication of the rhinoceros horn and its products. Zhao Zhu Song Yun Xu
Jin He Zenglei Li Mingfu™ ( Chinese Academy of Inspection and Quarantine Beijing 100121 China)

Abstract The cost of the rhinoceros horn and its products is very expensive in the market. It” s very clear that
the authenticity testing of the rhinoceros horn and its products will help to keep the market order combat smug—
gling and protect the rare and endangered wild animals. The magnetic bead method was used to extract the total
DNA from the potential artificial of rhinoceros horn and the artificial products in the market the COI gene was se—
lected to be amplified and sequenced. its sequences were Blasted in GenBank and then the phylogenetic tree was
built. The results showed that the homology of the sequence of COI gene between the potential artificial of rhinoce—
ros horn and Diceros bicornis is 99% and the homology of the sequence of COI gene between the ox horn and the
artificial products in the market is 100% . It suggested the potential artificial of rhinoceros horn should be from Di—
ceros bicornis and the artificial products in the market should be from Bos taurus. This research established a new
molecular biology method which was accurately reliable and utility with the COI gene to identification the rhinoce—
ros horn and its products firstly. It can be used for the authenticity testing of thinoceros horn to prevent poaching or
smuggling the rhinoceros horn and its products.
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